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Force and ATP hydrolysis dependent regulation of
RecA nucleoprotein filament by single-stranded
DMA binding protein
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Force and ATP hydrolysis dependent regulation of
RecA filament by SSB
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Force-extension curve of ssDNA
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Force-extension curve of ssDNA-RecA
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RecA-SSB competition
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RecA-SSB competition

RecAonly RecA + SSB
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RecA-SSB competition

RecA onl
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The MODEL

Mixture of

O RecA1uM

@ SSB >100nM

ssDNA

OO OO O
l Low force

ATP hydrolysis

s’ouogg)oo

l High force

O
- OO
o




