Real-Time Kinetics of Gene Activity
in Individual Bacteria
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Questions and Background
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Questions and Background

transcription and gene regulation
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The method
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The method
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Testing the Poisson hypothesis 1
If MRNA making is the Poisson process,
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Testing the Poisson hypothesis 2 o’ = <n>
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MRNA synthesis in single cell
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Cell division & partioning
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Correlation between mRNA & protein




